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ABSTRACT

The effect of hydraulic retention time (HRT) and influent alkalinity on the performance of
bio-electrochemical system assisted anaerobic baffled reactor (BES-ABR) was investigated in
this study. The results indicated that as the HRT and influent alkalinity increase,
COD removal efficiencies were enhanced correspondingly. The maximum COD removal
efficiency of 97.4% was obtained at HRT of 48 h and COD of 4,000 mg/L. The maximum
COD removal efficiency of 87.5% was obtained at influent alkalinity of 1,300 mg CaCO3/L
and COD of 5,000 mg/L. Analysis of microbial community suggested that electrogenic
micro-organisms were responsible for the better performance and stability of the system.
The establishment and performance of this novel and efficient partial two-phase separation
of BES-ABR strongly depended on the regulation of HRT and influent alkalinity.

Keywords: Alkalinity; Anaerobic baffled reactor; Bio-electrochemical system; Hydraulic
retention time; Stability

1. Introduction

Anaerobic baffled reactor (ABR), which could be
regarded as a suite of upflow anaerobic sludge bed
reactors, is a typical multi-phase and high-efficient
anaerobic process initially designed by McCarty in
1981 [1]. ABR was initially compartmentalized hori-
zontally by the partition plate while each compart-
ment was then divided into two parts by vertical
baffles, forcing the wastewater to flow under and over
them as it passed from inlet to outlet [2]. In terms of
improving the efficiency and stability of the reactor,

ABR has been experienced several innovations in the
past 30 years. The reactor was constantly modified in
order to increase solids residence time and enhance
the contact between micro-organisms and organic mat-
ter, then periodic anaerobic baffled reactor, carrier
anaerobic baffled reactor, step-feed anaerobic baffled
reactor, hybrid MAB-ABR, and modified anaerobic
baffled reactor were built up in succession [3–6]. Com-
pared to those well-established anaerobic reactors,
ABR has many advantages due to its special character-
istics, such as simple configurations to minimum oper-
ation and maintenance costs, forward-flowing process
to achieve higher treatment efficiency and the partial
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phase separation of different micro-organisms to
enhance the stability of the process [7–11].

The configuration of ABR made it possible to sepa-
rate hydrolysis, acidogenesis, and methanogenesis
horizontally down the reactor, increasing the
utilization of organic carbon source to large extent.
However, acidogens and methanogens still could not
grow simultaneously under the optimum conditions,
though acidogensis and methanogenesis occur in
different compartments horizontally down the reactor.
Fermentative acidogens grow faster than methano-
gens, which are more sensitive to micro-environment,
such as ORP (oxidation–reduction potential) substrate
and pH. As a result, the organic acids produced in
acidogensis could not be utilized by methanogens in
time, limiting the further utilization of organic carbon
source [12–14]. The accumulation of volatile fatty acids
(VFAs) not only inhibits the activity of methanogens
but also hold up the reaction of hydrolysis and acido-
genesis, interrupting the anaerobic metabolisms or
leading to the anaerobic systems fail [15–17].

With the rapid development of microbial fuel cell
(MFC) and microbial electrolysis cell (MEC), bio-
electrochemical system has been widely researched to
the anaerobic digestion of wastewater [18]. Several
research have shown that the efficiency of microbial
electrocatalysis process was much higher than that
of conventional anaerobic treatment methods
[19,20]: Yang and Rabaey reported that the rate of
decolorization of azo dyes in bio-electrocatalysis was
five times higher than traditional anaerobic treatment
technology, while the removal of nitrobenzene
was seven times higher [19]. Mohanakrishna et al.
observed that the removal of distillery wastewater
was enhanced (COD, 72.84%) compared to the
traditional fermentation process (29.5% improvement)
in single-chamber MFC [20]. MEC hydrogen produc-
tion process has several advantages over traditional
anaerobic reactors, such as the ability to use more
fermentable substrates and high hydrogen yields
[21,22].

In addition, the growth rate of electrogenic micro-
organisms was much higher than methanogens. Cac-
cavoet al. reported that the growth rate of Geobacter
sulfurreducens with acetate as an electron donor
reached the highest at the fifth hour of 9.8 × 107 cells/
mL, much higher than that of methanogens [23]. The
electrogenic micro-organisms have the capacity to use
a wider variety of electron donors compared to metha-
nogens, including acetic, formic, propionic, H2, lactic,
butyrate, and so on [24,25]. The optical growth of elec-
trogenic micro-organisms was at 32–35˚C and pH
5.5–7 [26]. Moreover, methanogens have a low growth

rate and a high susceptibility to external conditions,
and were more sensitive to environmental variation
and operating parameters [27]. So compared to
methanogens, the ecological niche of electrogenic
micro-organisms was wider.

Zou developed a novel process of an ABR com-
bined with MECs and proposed a new anaerobic
metabolic pathway degrading high-strength organic
matters more efficiently accompanied with pure
hydrogen and methane production [28]. In this BES-
ABR system, the first compartment served for fermen-
tation and hydrolysis, while the last three compart-
ments acted as three single compartment MEC
reactors. The novel process degraded organic matters
via the collaboration of hydrolysis and fermentation
bacteria, syntrophic acetogens, and electrogenic micro-
organisms, getting rid of the dependence of methano-
gens in conventional anaerobic reactors and having a
higher wastewater treatment efficiency.

In this study, the authors explored the effects of
hydraulic retention time (HRT) and influent
alkalinity on the performance of BES-ABR system in
order to obtain the optimal operating parameters.
In addition, the distribution and composition of
microbial community was well investigated to
explore the relationship between microbial and effi-
ciency of the reactor, which would provide theoreti-
cal guidance for the establishment and regulation of
novel process.

2. Materials and methods

2.1. The configuration of the BES-ABR system

The BES-ABR was constructed from plexiglass
with a working volume of 3.46 L and internal dimen-
sions of 24 cm long, 8 cm wide and 18 cm deep. The
reactors were rectangular, containing four equal com-
partments. Each compartment was then divided into
down-comer region and riser-comer region by 45˚
angled baffles with the length of 4.80 and 1.20 cm,
respectively. Three sample ports were placed in each
compartment at identical location. The sample for bio-
gas was in the top of the compartment, whereas the
sample for liquid was 2.5 cm apart from the top and
the sample for sludge was 3.0 cm apart from the bot-
tom of the compartment. The well-enriched anode
films and cathodes were then fixed at each side of the
last three compartments and a working potential of
0.9 V was used. At the beginning of the operation, N2

was fluxed for 20 minutes to each compartment to
maintain anaerobic environment. The diagram of the
reactor is shown in Fig. 1.
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2.2. Operation of BES-ABR system

The BES-ABR was operated continuously by
providing the glucose as sole carbon source at
different flow rates using a peristaltic pump. Trace
elements solution with 1 mL/L was then supple-
mented to maintain the growth of microbes, which
was composed of H3BO3 50 mg/L, CuCl2 30 mg/L,
MnSO4·H2O 50 mg/L, AlCl3 50 mg/L, CoCl2·6H2O
50 mg/L, NiCl2 50 mg/L, and ZnCl2 50 mg/L. The C:
N:P ratio was maintained at 500:5:1 with the addition
of NH4Cl and KH2PO4.

The BES-ABR reactor used in this study was provi-
ously used for hydrogen and methane production [28].
After that, the HRT was successively adjusted by peri-
staltic pump to 12, 24, 36, and 48 h with the COD of
4,000 and 5,000 mg/L (respectively) to investigate the
effects of HRT. The alkalinity of the influent was
adjusted to 1,000, 1,100, 1,200, and 1,300 mg CaCO3/L
by addition of NaHCO3 with the COD of 5,000 mg/L
to investigated the effects of influent alkalinity.

The operation parameters of BES-ABR are shown
in Table 1. The operating temperature was maintained
at 35˚C by heating wire.

2.3. Analysis methods

The physicochemical parameters including COD,
pH, and alkalinity were determined accordingly as
explained in the American Public Health Association
[29]. Biogas and VFA were measured by the gas chro-
matograph FULI GC9790II, with nitrogen as the carrier
gas and hydrogen for burning of the flame. VFA were
measured with a flame ionization detector using a cap-
illary column (AT FFAP 30 m × 0.32 mm × 0.50 μm),
and the temperature of the column, injector, and detec-
tor were 150, 210, and 220˚C, respectively. The sample

size used was 5 mL. H2, CH4, and CO2 were monitored
with a thermal conductivity detector equipped with a
stainless steel column (TDX-01 2 m × 3 mm), and the
temperature of the column, injector, and detector were
120, 120, and 150˚C, respectively. The COD, pH, and
alkalinity were measured every two days, and the VFA
was measured at the end of each condition.

2.4. 16S rDNA gene amplification and denaturing gradient
gel electrophoresis (DGGE)

2.4.1. DNA extraction and detection

Total genomic DNA was extracted from 0.5 g gran-
ules sampled in the four compartments and from the
9 mm2 anode film with 3.00 mm wide and 3.00 mm
long in the last three compartments using the Soil
DNA Kit (OMEGA BIO-TECH) according to the
guidelines of the company. The concentration of
extracted DNA was measured by Ultramicro ultravio-
let spectrophotometer Nanodrop 1000.

2.4.2. The amplification of 16S rDNA in V3 region

The amplification of 16S rDNA in V3 region was
performed with the primers 341 F (5´-CCTACGG-
GAGGCAGCAG-3´) and 517 R (5´-ATTACCG-
CGGCTGCTGG-3) [30]. Thermal cycling of PCR
consisted of 3 min pre-denaturing at 94˚C, 1 min dena-
turing at 94˚C, 0.75 s of annealing at 54˚C, and exten-
sion at 72˚C for 1.50 min with 30 cycles, followed by
5 min at 72˚C for final extension. The PCR reaction
mixture (50 μL) contained 0.6 μL forward and reverse
primer (each) (10 μmol/L), 5 μL DNA templates, and
25 μL of Thermo Scientific Dream Taq Green PCR
Master Mix (2×).

2.4.3. Denaturing gradient gel electrophoresis (DGGE)

Obtained PCR products were subjected to denatur-
ing gradient gel electrophoresis (DGGE), conducted
with Dcode Universal Mutation Detection system (Bio-
Rad Laboratories, Hercules, CA, USA) according to
the method previous described [31]. Then the products
were loaded on 8% (w/v) polyacrylamide gels in
1 × TAE solution, and the denaturing gradient ranging
from 40 to 60% during DGGE analysis for amplifica-
tions of V3-16S rDNA. The electrophoresis lasted 7 h
at 150 V and 60˚C, then the specific bands in the gel
were cut off, diffused in PCR-grade water, and sent
out to be sequenced. At last the bands sequences were
analyzed by software Quantity One. The similarity of
the assembled sequences was analyzed with the NCBI
Blast within the GenBank database.

Fig. 1. The diagram of the BES-ABR.
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3. Results and discussion

3.1. Effects of HRT and influent COD on the performance
of BES-ABR

3.1.1. Effects on COD removal efficiency

The COD removal efficiency was relevant to the
HRT and COD concentration. In this study, the total
COD removal efficiencies increased with the extending
of HRT at the same COD concentration, while the total
COD removal efficiencies declined with the increase
in COD concentration (as shown in Fig. 2). A maxi-
mum COD removal efficiencies of 97.4% was obtained
at HRT of 48 h and influent COD of 4,000 mg/L.

When HRT was increased from 12 to 48 h, COD
removal efficiencies increased from 58.4 to 97.4% at a
COD of 4,000 mg/L (as shown in Fig. 2 Period 1–4),
while from 26.4 to 74.6% at the COD of 5,000 mg/L
(as shown in Fig. 2 Period 5–8). Similar results have
been reported by Kuşçu and Sponza [32], whose
research was conducted in a four compartments ABR
with a volume of 38.4 L, and their results indicated
that the COD removal efficiencies had a significant
increase with the extending of HRT at the COD of
3,000–3,500 mg/L. Longer HRT lead to improved
COD removal, possibly as a result of the lower flow
rate ensuring a better substrate-biomass contact to
degrade the COD more efficiently. As previously
observed, the BOD removal went from 68 ± 17.5% at a
4 h HRT up to 87.3 ± 2.9% at a12 h HRT, a 22%
increase in removal efficiency [33]. However, the
results were different from the earlier research in that
the COD removal efficiencies were increased when the
HRT was decreased from 24–18 h to 12–6 h in a six

compartments ABR with a volume of 24 L [34]. This
was attributed to that the microbes were hungry at
24 h and when HRT was decreased, it would increase
the amount of substrate flowed into the system,
ensuring the growth and metabolism of microbes.

When COD concentration increased from 4,000 to
5,000 mg/L, COD removal efficiencies declined from
58.4 to 26.4% at a HRT of 12 h, while from 97.4 to
74.6% at a HRT of 48 h. This probably attributed to
that the substrate was not the limiting factor with the
COD concentration of 5,000 mg/L, and more VFAs
produced in response to the increased COD concentra-
tion. The limited biomass in the reactor did not have
the ability to decompose the intermediate metabolites
timely.

In addition, it was clear from this figure that after
the step changes in HRT, the total COD removal effi-
ciency responded primarily by altering the COD
removal efficiency of the last three compartments,
which was more evident at COD of 4,000 mg/L (as
shown in Fig. 2 Period 1–4). But the COD removal
efficiency of the first compartment had little fluctua-
tion. As shown in Fig. 3 Period 1–4, the total COD
removal efficiency was the lowest at HRT of 12 h
about 58.4%, and the COD removal efficiencies of the
four compartments were 34.7, 8.8, 14.1, and 18.7%,
respectively. This may attributed to that the intermedi-
ate metabolites produced in the first compartment was
almost not decomposed by micro-organisms in the last
three compartments. Similar results have been
obtained by Wu et al. [35], whose study indicated that
the electrogenic micro-organisms had a longer genera-
tion time and they could not degrade VFA effectively

Table 1
Operation parameters and performance conditions of the BES-ABR

Stage Days COD (mg/L) HRT (h) Alkalinity (mg CaCO3/L)

Effects of HRT and influent COD on the performance of BES-ABR
Period 1 1–7 4,000 12 1,300
Period 2 8–13 4,000 24 1,300
Period 3 14–19 4,000 36 1,300
Period 4 20–25 4,000 48 1,300
Period 5 26–31 5,000 12 1,300
Period 6 32–37 5,000 24 1,300
Period 7 38–43 5,000 36 1,300
Period 8 44–49 5,000 48 1,300

Effects of influent alkalinity on the performance of BES-ABR
Period 9 50–57 5,000 48 1,000
Period 10 58–65 5,000 48 1,100
Period 11 66–73 5,000 48 1,200
Period 12 74–80 5,000 48 1,300
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in short HRT. The maximum COD removal efficiencies
of 97.4% was obtained at HRT of 48 h. At this condi-
tion, the intermediate metabolites produced in the first
compartment was further decomposed by micro-or-
ganisms, and the COD removal efficiencies of the four
compartments were 38.5, 23.7, 70.6, and 81.2%, pre-
senting the partial phase separation characteristic and
achieving the cascade degradation of the substance.

Furthermore, it was apparent that COD removal
efficiency dropped dramatically to 26.4% at HRT of
12 h and COD of 5,000 mg/L, and the COD removal
in compartment 1 was 29%, while the last three com-
partments had no significant function. The removal of
COD mainly depended on the high activity of
hydrolysis fermentation bacteria in compartment 1.
Additionally, the COD removal of the last three com-
partments were 0.2, 5.5, −9.9% respectively, which
suggested that electrogenic micro-organisms could not
efficiently degrade the VFA and even some of them
lost the activity. The COD removal efficiency of the
compartment 2 and compartment 3 were almost the
same at different HRT with COD of 5,000 mg/L, while

the COD removal efficiency of the first compartment
increased a little with the extension of HRT (as shown
in Fig. 2 Period 5–8). The function of the last three
compartments did not present well on the whole. The
COD removal efficiency with COD of 5,000 mg/L
were lower than that of 4,000 mg/L at all HRTs.

In this study, the partial phase separation was
apparent at lower loadings and longer HRT, and the
BES-ABR performed best at HRT of 48 h with COD of
4,000 mg/L, consistent with the ecological niche of
electrogenic micro-organisms. It was different from
the previous reports that the ABR transformed into
two-phase reactor with higher loadings and shorter
HRT, and that with lower loadings and longer HRT,
the ABR served as a completely mixed reactor did not
present partial phase separation [36].

3.1.2. Effects on VFA accumulation

From Fig. 3, it could be observed that the VFA var-
ied according to HRT and influent COD concentration.

Acetate and butyrate were absolutely predominant
at all conditions, which indicated that the HRT and
influent COD concentration had no significant
influence on the fermentation type. Afterwards,
acetate and butyrate decreased rapidly in the last
three compartments, which indicated that the electro-
genic micro-organisms gave priority to consume acet-
ate and butyrate rather than propionate and valeric
acid. Similar results had been obtained previously, as
the ABR transformed to ABR-BES, the concentration
of acetate had a substantial decrease, indicating the
exoelectrogens on the anodes consuming acetate
efficiently [37].

The total VFA increased accompanied with the
increase in influent COD concentration, but decreased
longitudinally down the reactor. The hydrolysis and
fermentation bacteria in the first compartment
degraded the organic matters into VFA, which were
further consumed by electrogenic micro-organisms in
the last three compartments. At higher loadings, the
VFA accumulated and resulted in a decrease in pH to
further inhibit the activity of electrogenic micro-organ-
isms, so the COD removal efficiency was lower. This
was in good accordance with previous reports that the
inefficient degradation of VFA by methanogen at
higher loadings lead to the anaerobic system souring
investing the effects of HRT on VFA at a influent
COD of 3,000 mg COD/L [38].

As the HRT extended, the concentration of total
VFA in effluent decreased at both COD concentration.
The lower concentration of total VFA in the last three
compartments indicated the higher activity of
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Fig. 3. The profile of VFA at different HRT and COD concentration.
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electrogenic micro-organisms at longer HRT. The
decrease in VFA was the result of the enhancement of
contact between electrogenic micro-organisms and
VFA and the better stability of reactor at longer HRT.

3.1.3. Effects on pH

Fig. 4(A) summarized the pH in continuous BES-
ABR operation mode. As seen in Period 1–4, the pH
increased longitudinally down the reactor at one HRT,
and that the pH increased in all compartments with
the extending of HRT. The lower pH in the first com-
partment was due to progressed acid fermentation,
which caused an accumulation in VFA concentrations.
The VFA produced was further consumed step by
step in the last three compartments, resulting in an
increase in pH horizontally. At longer HRT, due to
the enhancement of contact between electrogenic
micro-organisms and VFA, the VFA was degraded
sufficiently resulting in the increase in pH.

The pH decreased on the whole when the concen-
tration of influent COD increased to 5,000 mg/L (as
seen in Period 5–8). It may attributed to that at higher
loadings, much organic matters was degraded into
VFA by hydrolysis and fermentation bacteria, and the

accumulation of VFA caused the decrease in the pH.
This was similar with the previous research that the
increase in methanol concentration led to lower pH
inside SCMFCs and lower coulombic efficiencies,
which might indicate lower activity of electrogenic
micro-organisms [39].

At HRT of 12 h with COD of 5,000 mg/L, the pH
in the four compartments were 4.97, 4.91, 4.90, and
5.09 respectively, which was not the optimum ecologi-
cal condition of electrogenic micro-organisms [26]. At
this condition, the electrogenic micro-organisms
degraded VFA inefficiently, so the minimum removal
of COD was presented. At HRT of 48 h with COD of
4,000 mg/L, the pH values in four compartments were
5.75, 7.15, 7.20, and 7.40, respectively. Meanwhile, the
contact between electrogenic micro-organisms and
VFA was enhanced, resulting in more consumption of
VFA. As a consequence, the higher pH maintained
high activity of electrogenic micro-organisms and the
highest removal of COD was obtained.

3.1.4. Effects on alkalinity

Fig. 4(B) summarized the alkalinity in continuous
BES-ABR operation mode. Alkalinity in the same com-
partment increased with the extending of HRT while
the alkalinity in the same compartment decreased at
higher loading. This result was consistent with the ear-
lier observations that alkalinity was decreased when
the HRT was decreased from 24–18 h to 12 h with a
six-compartment ABR with a volume of 24 L [34]. At
HRT of 12 h with influent COD of 5,000 mg/L, the
alkalinity in these four compartments were 640.4,
693.8, 723.1, and 822.0 mg CaCO3/L, respectively.
Lower alkalinity may attribute to the accumulation of
VFA, resulting in a weaker buffering capability of the
reactor and the minimum removal of COD. At HRT of
48 h with influent COD of 4,000 mg/L, the alkalinity in
the four compartments was 1,048.6, 1,235.4, 1,426.05,
and 1,674.3 mg CaCO3/L, respectively. The increase in
alkalinity could be caused by the fact that the electro-
genic micro-organisms consumed lots of VFA, result-
ing in a better buffering capability of the reactor.

3.2. Effects of influent alkalinity on the performance of
BES-ABR

3.2.1. Effect on COD removal efficiency

Influent alkalinity was corresponding to the buffer-
ing capacity. When the alkalinity increased, the buffer-
ing capacity raised too, enhancing the stability of
reactor [40]. The results (as shown in Fig. 2 Period
9–12) indicated that when the influent alkalinity was
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increased from 1,000 to 1,300 mg CaCO3/L, the total
COD removal efficiencies increased from 40.5 to 87.5%
correspondingly at a COD of 5,000 mg/L. In addition,
the increase in COD removal efficiencies were mainly
due to the last compartment, while the effects of influ-
ent alkalinity on the first compartment was negligible.
It may attributed to the fact that hydrolysis and
fermentation bacteria in the first compartment have a
high growth rates and were less sensitive to environ-
mental variation and operating parameters. When the
influent alkalinity increased from 1,000 to
1,300 mg CaCO3/L, the COD removal efficiencies of
the last compartment increased from −2.7 to 63.1,
which was not consistent with the previous study [41].
Their research indicated that the influent alkalinity in
the range of 25–50% mg NaHCO3/(mg COD) had little
influence on the COD removal efficiencies and the sta-
bility of reactor. The different results probably attri-
bute to the configuration of reactor and the
characteristic of microbial community, and higher
influent alkalinity could well maintained the growth
of electrogenic micro-organisms in the last three com-
partments, achieving better COD removal efficiencies.

3.2.2. Effects on VFA accumulation

The concentration of VFA could reflect the
performance of anaerobic reactor [42]. The effect of
influent alkalinity on VFA (Fig. 5) showed that acetate
and butyrate were absolutely predominant at all
conditions, indicating that influent alkalinity had little
influence on the type of anaerobic fermentation. With
the increase in influent alkalinity, the total concentra-
tion of VFA in the same compartment decreased. This
is possibly as a result of better ecological environment
maintained at higher influent alkalinity and the
enhanced activity of micro-organisms. At the same
time, the concentration of VFA was decreased
longitudinally down the reactor. The best performance
of this BES-ABR was achieved at an influent alkalinity
of 1,300 mg CaCO3/L, with the concentration of VFA
786.1 and 224.7 mg/L in the first and last
compartments. The concentration of VFA in the last
two compartments had no significant difference
with the influent alkalinity of 1,000, 1,100, and
1,200 mg CaCO3/L, revealing that the activity of elec-
trogenic micro-organisms was inhibited.

Fig. 5. The profile of VFA at different influent alkalinity.
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3.2.3. Effects on pH

The effect of different influent alkalinity on pH in
the four compartments is presented in Fig. 4(A) Period
9–12. The pH increased in one compartment corre-
spondingly to the increment in influent alkalinity. The
best performance of this BES-ABR was observed at
influent alkalinity of 1,300 mg CaCO3/L, with the pH
in the four compartments 5.47, 6.67, 7.07, and 7.4,
respectively. The range of pH was close to that of tra-
ditional ABR. Similar results had been obtained that
the pH of the five compartments of ABR were 5.70,
6.60, 7.10, 7.25, and 7.40 at 1.5 kg COD/(m3 d) treating
algae-rich wastewater at stable stage [43]. Hence, it
can be concluded that pH in different compartments
was suitable both for hydrolysis fermentation bacteria
and electrogenic micro-organisms, ensuring the
collaboration between them. The most optimal perfor-
mance of this BES-ABR was achieved with a COD
reduction of 87.5% and ideal profiles of pH and VFA
in the four compartments at the influent alkalinity of
1,300 mg CaCO3/L. At this influent alkalinity, hydrol-
ysis fermentation bacteria could provide optimal eco-
logical environment. The lowest influent alkalinity
was 1,300 mg CaCO3/L for the good performance of
this BES-ABR at COD of 5,000 mg/L with pH 5.5 in
the first compartment and between 6.5 and 7.5 for the
last three compartments.

3.2.4. Effect on alkalinity

As shown in Fig. 4(B) Period 9–12, the alkalinity
was increased in one compartment correspondingly to
the increment in influent alkalinity and the alkalinity
rose gradually longitudinally down the reactor. The
good performance of this BES-ABR was achieved at
the influent alkalinity of 1,300 mg CaCO3/L with a
COD of 5,000 mg/L. At this influent alkalinity, the
alkalinity in the four compartments was 750, 920,
1,000, and 1,350 mg CaCO3/L, respectively. The
results indicated that it was difficult to maintain a
good performance of this BES-ABR when no extra
alkalinity was provided.

3.3. Analysis of microbial communities at different HRT

3.3.1. The diversity of microbial communities

For further learning of the microbial communities
at different HRT in different compartments, the spatial
distributions and abundances of bacteria in each com-
partment were investigated and the results are pre-
sented in Fig. 6. The fingerprints in b-1–b-4 were

much more than that of a-1–a-4. It indicated the
species diversities at HRT of 48 h were significantly
higher than that of 12 h and this was well agreed with
a better removal of COD at longer HRT. Similar
results had been obtained by Han et al., whose
research indicated that a shorter HRT supported fewer
microbial species due to the fewer available carbon
source [44]. Moreover the higher species diversity
resulted in better stability and performance of the
reactor, consistent with the higher alkalinity at longer
HRT. There were two possible explanations for this
result. First, a shorter HRT might result in the wash-
out of microbial species, so the degradation of the
COD had a decrease. Second, a shorter HRT might
lead to a weak interaction between substrate and
micro-organisms, which had a negative effect on the
removal of COD. Additionally, the bacterial communi-
ties in the last three compartments varied to a large
extend under the two HRTs, while it had no signifi-
cant difference in the first compartment. Hence, it can
be concluded that the succession of bacterial commu-
nities in the last three compartments was responsible
for the performance of the BES-ABR at different
HRTs.

3.3.2. The homology of microbial communities

According to the intensity of various bands on the
DGGE fingerprints, a total of 12 bacteria typical bands
(1–12) were excised, re-amplified, purified, and
sequenced as shown in Table 2. The bands 1, 2, and 3,
mainly served as functional community in traditional
anaerobic digestion, existed in all four compartments
at HRT of 12 h, while disappeared in the last three
compartments at HRT of 48 h. So those three bacteria
were replaced by other community and did not
express as the dominant bacterial communities at HRT
of 48 h in the last three compartments. Bands 4 and 5,
proved to be H2-producing bacteria, were only
appeared in the first compartment. Band 6 to band 12
proved to have high electrical activity. However, the
bands 6, 7, and band 8 only appeared in the last three
compartments, and their intensity was much weaker
at HRT of 12 h compared to HRT of 48 h, which indi-
cated that the electrogenic micro-organisms had
higher activity at HRT of 48 h. Band 9 to band 12 pre-
sented only in the last three compartments at HRT of
48 h, indicating those four bacteria were inhibited at
HRT of 12 h, which was responsible for the lower
removal efficiency of COD. More research was needed
to identify the function and characteristic of those
microbes, further to optimize the performance of
BES-ABR.
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3.3.3. Clustering pattern analysis of 16S rDNA
fingerprints

Fig. 7 shows the UPGMA analysis results based on
DGGE. It can be found that the a-1 and b-1 showed rel-
atively high similarity (similarity index, 0.84), indicat-
ing the bacterial communities in compartment 1 stayed
relative stable at different HRT. In addition, both a-1
and b-1 had lower similarity (similarity index, 0.21)

with the last three compartments, revealing a partial
two-phase separation of different micro-organism per-
formed well. Furthermore, the similarity index of the
last three compartments at different HRT was only 0.4,
demonstrating the change in HRT had a significant
influence on the composition of bacterial communities
in the last three compartments, which agreed well with
the overall trend of the profile of COD.

Fig. 6. PCR-based DGGE fingerprints of 16S rDNA at different HRT (a-1–a-4 and b-1–b-4 were the samples from
compartment 1 to compartment 4 at HRT of 12 and 48 h, respectively).

Table 2
BLAST results of excised bands

Band no. Identified bacterium Similarity (%) Length (bp) Genebank no.

1 Uncultured bacterium 96 132 EU670685.1
2 Pectobacterium sp. 95 1,388 GQ205111.1
3 Uncultured Bacteroides sp. 96 841 GQ332238.1
4 Uncultured bacterium 97 526 DQ464500.1
5 Uncultured clostridium sp. 98 151 AM396265.1
6 Clostridium favososporum 95 825 JQ897403.1
7 Uncultured bacterium isolate 98 169 KF680911.1
8 Citrobacter sp. Z7 97 1,405 JX185134.1
9 Spirochaetaceae bacterium 95 1,504 JX828432.1
10 Uncultured Clostridium sp. 96 182 FR870457.1
11 Uncultured bacterium 96 173 KF680918.1
12 Uncultured Firmicutes bacterium 99 196 KC770783.1
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4. Conclusion

The performance of this novel BES-ABR strongly
depended on the regulation of HRT and influent alkalin-
ity. When alkalinity was increased from 1,000 to
1,300 mg CaCO3/L, COD removal efficiencies were
increased from 40.5 to 87.5% at a COD of 5,000 mg/L,
indicating BES-ABR held some promise for high-
strength wastewater treatment. When HRT was
increased from 12 to 48 h, COD removal efficiencies
were increased from 58.4 to 97.4% at a COD of
4,000 mg/L, while from 26.4 to 74.6% at the COD of
5,000 mg/L. Furthermore, the influence of HRT and
influent alkalinity was more evident on electrogenic
micro-organisms in the last three compartments, and the
increased abundance of electrogenic micro-organisms
was responsible for the better performance and stability.

Acknowledgments

The authors would like to thank the National Nat-
ural Science Foundation of China (Contract No.
21477122, 21276248, 50808152), Science and Technol-
ogy Planning Project of Xiamen (3502Z20152001), the
Ningbo Natural Science Foundation (grant No.
2013A610177), and National Key Technology Support
Program (2012BAC25B04) for their supports for this
study and Leading edge program of young scientists
of Institute of Urban Environment, Chinese Academy
of Sciences (IUEQN201501).

References

[1] P.L. McCarty, One Hundred Years of Anaerobic Treat-
ment in Anaerobic Digestion, vol. 4, Elsevier Biomedi-
cal Press, New York, NY, 1981, pp. 30–41.

[2] A. Bachmann, V.L. Beard, P.L. McCarty, Performance-
characteristics of the anaerobic baffled reactor, Water
Res. 19 (1985) 99–106.

[3] I.V. Skiadas, G. Lyberatos, The periodic anaerobic baf-
fled reactor, Water Sci. Technol. 38 (1998) 401–408.

[4] M. Faisal, H. Unno, Kinetic analysis of palm oil mill
wastewater treatment by a modified anaerobic baffled
reactor, Biochem. Eng. J. 9 (2001) 25–31.

[5] S.Y. Bodkhe, A modified anaerobic baffled reactor for
municipal wastewater treatment, J. Environ. Manage.
90 (2009) 2488–2493.

[6] S.W. Hu, F.L. Yang, S.T. Liu, L.G. Yu, The develop-
ment of a novel hybrid aerating membrane-anaerobic
baffled reactor for the simultaneous nitrogen and
organic carbon removal from wastewater, Water Res.
43 (2009) 381–388.

[7] J. Marin, K.J. Kennedy, C. Eskicioglu, Characterization
of an anaerobic baffled reactor treating dilute aircraft
de-icing fluid and long term effects of operation on
granular biomass, Bioresour. Technol. 101 (2010)
2217–2223.

[8] J. Zhang, Y.J. Wei, W. Xiao, Z. Zhou, X. Yan, Perfor-
mance and spatial community succession of an anaer-
obic baffled reactor treating acetone–butanol–ethanol
fermentation wastewater, Bioresour. Technol. 102
(2011) 7407–7414.

[9] W.P. Barber, D.C. Stuckey, The use of the anaerobic
baffled reactor (ABR) for wastewater treatment: A
review, Water Res. 33 (1999) 1559–1578.

[10] S.R. Hassan, I. Dahlan, Anaerobic wastewater treat-
ment using anaerobic baffled bioreactor: A review,
Cent. Eur. J. Eng. 3 (2013) 389–399.

[11] F. Motteran, E.L. Pereira, C.M.M. Campos, The
behaviour of an anaerobic baffled reactor (ABR) as
the first stage in the biological treatment of hog
farming effluents, Braz. J. Chem. Eng. 30 (2013)
299–310.

[12] H. Siegrist, D. Vogt, J.L. Garcia-Heras, W. Gujer,
Mathematical model for meso- and thermophilic
anaerobic sewage sludge digestion, Environ. Sci. Tech-
nol. 36 (2002) 1113–1123.

[13] G.F. Parkin, W.F. Owen, Fundamentals of anaerobic
digestion of wastewater sludges, J. Environ. Eng. 112
(1986) 867–920.

[14] X.L. Liu, B. Dong, X.H. Dai, Hydrolysis and
acidification of dewatered sludge under mesophilic,
thermophilic and extreme thermophilic conditions:
Effect of pH, Bioresour. Technol. 148 (2013) 461–466.

[15] X.Y. Sun, W. Wang, C. Chen, C.G. Luo, J.S. Li, J.Y.
Shen, L.J. Wang, Acidification of waste activated
sludge during thermophilic anaerobic digestion, Pro-
cedia Environ. Sci. 16 (2012) pp. 391–400.

b-3

a-4

b-1

a-3

b-2

b-4
a-1

0.58

0.84

0.40

0.570.21

1.000.800.700.600.500.400.30

0.78

0.21

0.66
a-2

Fig. 7. Cluster analysis obtained from the DGGE profiles based on the averaged similarity Matrix at different HRT (a-1–a-
4 and b-1–b-4 were the samples from compartment 1 to compartment 4 at HRT of 12 and 48 h, respectively).

Z. JingRui et al. / Desalination and Water Treatment 57 (2016) 25399–25410 25409



[16] G. Luo, L. Xie, Z. Zou, W. Wang, Q. Zhou, H. Shim,
Anaerobic treatment of cassava stillage for hydrogen
and methane production in continuously stirred tank
reactor (CSTR) under high organic loading rate (OLR),
Int. J. Hydrogen Energy 35 (2010) 11733–11737.

[17] G. Esposito, L. Frunzo, A. Panico, F. Pirozzi, Model-
ling the effect of the OLR and OFMSW particle size
on the performances of an anaerobic co-digestion reac-
tor, Process Biochem. 46 (2011) 557–565.

[18] Z. Lv, D. Xie, F. Li, Y. Hu, C. Wei, C. Feng, Microbial
fuel cell as a biocapacitor by using pseudo-capacitive
anode materials, J. Power Sources 246 (2014) 642–649.

[19] M. Yang, K. Rabaey, Nitrobenzene removal in bioelec-
trochemical systems, Environ. Sci. Technol. 43 (2009)
8690–8695.

[20] G. Mohanakrishna, S. Venkata Mohan, P.N. Sarma,
Bio-electrochemical treatment of distillery wastewater
in microbial fuel cell facilitating decolorization and
desalination along with power generation, J. Hazard.
Mater. 177 (2010) 487–494.

[21] S. Cheng, B.E. Logan, Sustainable and efficient biohy-
drogen production via electrohydrogenesis, Proc. Nat.
Acad. Sci. 104 (2007) 18871–18873.

[22] J. Ditzig, H. Liu, B.E. Logan, Production of hydrogen
from domestic wastewater using a bioelectrochemi-
cally assisted microbial reactor (BEAMR), Int. J.
Hydrogen Energy 32 (2007) 2296–2304.

[23] F. Caccavo, D.J. Lonergan, D.R. Lovley, M. Davis, J.F.
Stolz, M.J. McInerney, Geobacter sulfurreducens sp. nov.,
a hydrogen and acetate-oxidizing dissimilatory metal-
reducing microorganism, Appl. Environ. Microbiol. 60
(1994) 3752–3759.

[24] D.R. Lovley, D.E. Holmes, K.P. Nevin, Dissimilatory
Fe(III) and Mn(IV) reduction, Adv. Microb. Physiol. 49
(2004) 219–286.

[25] J.D. Coates, V.K. Bhupathiraju, L.A. Achenbach, M.J.
Mclnerney, D.R. Lovley, Geobacter hydrogenophilus,
Geobacter chapellei and Geobacter grbiciae, three new,
strictly anaerobic, dissimilatory Fe(III)-reducers, Int. J.
Syst. Evol. Microbiol. 51 (2001) 581–588.

[26] J.D. Coates, T. Councell, D.J. Ellis, D.R. Lovley,
Carbohydrate oxidation coupled to Fe(III) reduction, a
novel form of anaerobic metabolism, Anaerobe 4
(1998) 277–282.

[27] X. Hao, Z. Cai, K. Fu, Distinguishing activity decay
and cell death from bacterial decay for two types of
methanogens, Water Res. 46 (2012) 1251–1259.

[28] R. Zou, G.F. Zhu, J.A. Kumar, C.X. Liu, X. Huang, L.
Liu, Hydrogen and methane production in a bio-elec-
trochemical system assisted anaerobic baffled reactor,
Int. J. Hydrogen Energy 39 (2014) 13498–13504.

[29] APHA, Standard Methods for the Examination of
Water and Wastewater, nineteenth ed., American Pub-
lic Health Association, Washington, DC, 1995.

[30] G. Muyzer, E.C. De Waal, A.G. Uitterlinden, Profiling
of complex microbial populations by denaturing gra-
dient gel electrophoresis analysis of polymerase chain
reaction-amplified genes coding for 16S rRNA, Appl.
Environ. Microbiol. 59 (1993) 695–700.

[31] G. Muyzer, E.C. de Waal, A.G. Uitterlinden, Profiling
of complex microbial populations by denaturing gra-
dient gel electrophoresis analysis of polymerase chain

reaction-amplified genes encoding for 16S rDNA,
Appl. Environ. Microbiol. 59 (1993) 695–700.

[32] O. Kuscu, D.T. Sponza, Effects of nitrobenzene
concentration and hydraulic retention time on the
treatment of nitrobenzene in sequential anaerobic
baffled reactor (ABR)/continuously stirred tank reac-
tor (CSTR) system, Bioresour. Technol. 100 (2009)
2162–2170.

[33] T.A. Barr, J.M. Taylor, S.J.B. Duff, Effect of HRT, SRT
and temperature on the performance of activated
sludge reactors treating bleached kraft mill effluent,
Water Res. 30 (1996) 799–810.

[34] P. Thanwised, W. Wirojanagud, A. Reungsang, Effect
of hydraulic retention time on hydrogen production
and chemical oxygen demand removal from tapioca
wastewater using anaerobic mixed cultures in anaero-
bic baffled reactor (ABR), Int. J. Hydrogen Energy 37
(2012) 15503–15510.

[35] T.T. Wu, G.F. Zhu, A.K. Jha, R. Zou, L. Liu, X. Huang,
C.X. Liu, Hydrogen production with effluent from an
anaerobic baffled reactor (ABR) using a single-cham-
ber microbial electrolysis cell (MEC), Int. J. Hydrogen
Energy 38 (2013) 11117–11123.

[36] M.I. Baloch, J.C. Akunna, Granular bed baffled
reactor (Grabbr): Solution to a two-phase anaerobic
digestion system, J. Environ. Eng. 129 (2003)
1015–1021.

[37] D. Cui, Y.Q. Guo, H.S. Lee, W.M. Wu, B. Liang, A.J.
Wang, H.Y. Cheng, Enhanced decolorization of azo
dye in a small pilot-scale anaerobic baffled reactor
coupled with biocatalyzed electrolysis system (ABR–
BES): A design suitable for scaling-up, Bioresour.
Technol. 163 (2014) 254–261.

[38] H. Chua, W.F. Hu, P.H.F. Yu, M.W.L. Cheung,
Responses of an anaerobic fixed-film reactor to
hydraulic shock loadings, Bioresour. Technol. 61
(1997) 79–83.

[39] B. Liu, B. Li, Single chamber microbial fuel cells
(SCMFCs) treating wastewater containing methanol,
Int. J. Hydrogen Energy 39 (2014) 2340–2344.

[40] K. Saritpongteeraka, S. Chaiprapat, Effects of pH
adjustment by parawood ash and effluent recycle ratio
on the performance of anaerobic baffled reactors treat-
ing high sulfate wastewater, Bioresour. Technol. 99
(2008) 8987–8994.

[41] G. Mockaitis, S.M. Ratusznei, J.A. Rodrigues, M. Zaiat,
E. Foresti, Anaerobic whey treatment by a stirred
sequencing batch reactor (ASBR): Effects of organic
loading and supplemented alkalinity, J. Environ. Man-
age. 79 (2006) 198–206.

[42] R. Grover, S.S. Marwaha, J.F. Kennedy, Studies on the
use of an anaerobic baffled reactor for the continuous
anaerobic digestion of pulp and paper mill black
liquors, Process Biochem. 34 (1999) 653–657.

[43] Y. Yu, X. Lu, Y. Wu, Performance of an anaerobic baf-
fled filter reactor in the treatment of algae-laden water
and the contribution of granular sludge, Water 6
(2014) 122–138.

[44] H. Han, Y. Zhang, C. Cui, S. Zheng, Effect of COD
level and HRT on microbial community in a yeast-
predominant activated sludge system, Bioresour.
Technol. 101 (2010) 3463–3465.

25410 Z. JingRui et al. / Desalination and Water Treatment 57 (2016) 25399–25410


	Abstract
	1. Introduction
	2. Materials and methods
	2.1. The configuration of the BES-ABR system
	2.2. Operation of BES-ABR system
	2.3. Analysis methods
	2.4. 16S rDNA gene amplification and denaturing gradient gel electrophoresis (DGGE)
	2.4.1. DNA extraction and detection
	2.4.2. The amplification of 16S rDNA in V3 region
	2.4.3. Denaturing gradient gel electrophoresis (DGGE)


	3. Results and discussion
	3.1. Effects of HRT and influent COD on the performance of BES-ABR
	3.1.1. Effects on COD removal efficiency
	3.1.2. Effects on VFA accumulation
	3.1.3. Effects on pH
	3.1.4. Effects on alkalinity

	3.2. Effects of influent alkalinity on the performance of BES-ABR
	3.2.1. Effect on COD removal efficiency
	3.2.2. Effects on VFA accumulation
	3.2.3. Effects on pH
	3.2.4. Effect on alkalinity

	3.3. Analysis of microbial communities at different HRT
	3.3.1. The diversity of microbial communities
	3.3.2. The homology of microbial communities
	3.3.3. Clustering pattern analysis of 16S rDNA fingerprints


	4. Conclusion
	Acknowledgments
	References



